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and is not a part of the Official Record 



BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not hmited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



RAW SEQUENCE LISTING 
ERROR REPORT 




'.4:' «<f-'»it>»;?ift'*VJ^fe^itt.'| 



The Biotechnology Systems Branch of the Scientific and Techhicallnforihati^ 
Center (STIC) detected errors when processing the following computer read^ablc; 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ^^^^^^^^^^ , V 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BV EITHER: - '^mm^Mr'" 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, ■ h\'K-'~''!:'-W''>''^-^ 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PIONTOUT, WITH A ■ ' p 
NOTICE TO COMPLY ■ •^;■'vV■-^@ri«^^^i!^^ 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. ;^y^£i0sa 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 7p?:3iWr42 
PATENTIN 2.1 e-mail help: patin21help@usDto,gov or phone 703-306-4119 (RJ;^ 
PATENTIN 3.0 c-mail help: patin30help@uspto,gov or phone 703-306-4119 (RpW^tx^^ 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CBOECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 
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Checker Version 3.0 

The Checker Version 3.0 apphcation is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 . 

Checker Version 3,0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. , ; 

Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://\VYm.uspto.gov/web/offices/pac/checker 
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aw Sequence Listing Error Summary 



SERIAL NUMBER: 



ERROR DETECTED SUGGESTED CORRECTION 
ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 
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Wrapped Nucleics The numberAext at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved In a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent ^vrapping". 

Wrapped Aminos The amino acid-numberAext at the end of each line Vrapped " down to the next line. 

This may occur if your file was retrieved In a word processor after creqjing It. 
Please adjust your right margin to .3, as this will prevent "^vrapping". 



Incorrect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
t>etween the numbering. It is recommended to delete any labs and use spacing^twfen fhe numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text ^o that it can be processed. 

Sequence{s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum numl>er of each residue having variable length and 

indicate in the (ix) feature section that some may t>e missing. 



Patentin ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If Intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Oo not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



Skipped Sequences 
(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
t400> sequence id number 
000 



10 Use of n's'or Xaa's 

(NEW f?llL^)* 



Use of n's and/or JCaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



11 



12 



Use of <213>Organism 
(NEW RULES) 

m 

Use of <220>Feature 
(NEW RULES) 
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Patentin ver. 2.0 "bug" 



Sequence(s) _ 



are missing this mandatory field or its response. 



arp mi<:<:ir|Q the <220> Feature and associated headings. 




Se quencers^ 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificiar or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register/' 6/01/98. Vol. 63'. No. 104, pp. 29631-32) (Sec. i.823of new Rules) ' 

Please do not use "Copy to Disk" function of Patentin version 2,0. This^causes a corrupted 
'file'Te'SiJlling in missing mandatdty numeric identifiers and responses (as indicated on raw sequence listing). 
Instead. please use "File Manager" or any other means to copy file to floppy disk. 




AKS-Biptechnology Systems Branch- 5/15/99 
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OIPE 



4 <110> 

5 

6 

7 

8 

10 <120> 



0, 



15 
16 
18 
20 
22 
23 
24 
25 
27 
28 
29 
30 
31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 
4 5 
4 6 

4 7 
48 
49 
50 
5 1 
52 

5 3 
54 
55 



<130> 
<140> 
<141> 

<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 

ctttttggga 
atcctgctgt 
gtgctagtta 
gacgtcgaaa 
tcagtgagca 
cagcttcatg 
gaatgcttct 
cctgatattg 



GENE UP REGULATED IN CANCERS OF THE 



206 



gaaagtggaa 
ggtttaccar, 
gccaagggag 
gttaggtLtg 
ggqacccggt 
ggtacttcca 
cgggggctcc 
cct:a tLactg 
ggggacgctt 
aaagacttgt 
ca ggt:gctga 
ccagtactac 
99 LcLLccct 
gataUtcgta 
gccLttatcc 
aaaaaca tga 
gtgttaa tgg 
ccctcctaca 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/09/697,206 TIME: 

Input Set ; A:\Seqlist.txt 

Output Set: N:\CRF3\il082000\I697206.raw 



APPLICANT: Daniel K.H. Af:ar 
Arthur B. Raitano 
Re lie S. Hubert 
Steve Chappell Mitchell 
Aya Jakobovits 
TITLE OF INVENTION: NOVEL 
PROSTATE 

FILE REFERENCE: 129 . 21 - US -Ul 
CURRENT APPLICATION NUMBER: US/09/69 7 
CURRENT FILING DATE: 2000-10-26 

PRIOR APPLICATION NUMBER: 60/162,364 
PRIOR FILING DATE: 1999-10-28 
NUMBER OF SEQ ID NOS : 26 
SOFTWARE: FastSEQ for Windows Version 
SEQ ID NO; 1 
LENGT}!: 3585 
TYPE: DNA 

ORGANISM: Homo Sapiens 
SEQUENCE : 1 

ggccaccggg 
cgtgga tctg 
gttggaactg 
ggcgUcgcag 
tattggagta 
cctgcatcct 
tgatcttcga 
cgttgccaca 
agcctctcaa 
tcacaggttt 
gatggaactt 
agatcaagat 
ttgtctgaa t 



11/08/2000 
10 : 45 : 55 



tcactgctgg 
tctggaaagt 
gaccggatca 
gcctgtcctc 
atgaact:gaa 
tcaggcaaat 
attccttttt 
acaaactgga 



a g 1 1 c a g t c t: c t c g a t a t g g 
atga tttcag agcctta taa 



cttgcagcaa 
ggcagtcttc 
gtgcagcact 
taagtgagga 
atattgaggt 
atgaggtagc 
cttLcacggc 
ggggaaagga 
ttgtcctctt 
tggg taaaag 
atcga ttctc 
ctcagcaa tt 
a tgcagccac 
ctcatggggt 
aga Lgaag to 
aggacaga La 
ggggcacttt 
catttccagc 



gccaagctag 
gccaacaaga 
acggaggact 
ctggaccaag 
gggacttcct 
gaggcttcca 
aaagaattca 
atgacagagt 
g ttgaagata 
tcagatccag 
attgatga ta 
a ttgcaagat 
gotcagggtc 
gcaccgagac ctagcactao 
ttacaaagca acaggtgaag 



4.0 



gctcggatga gaaggagttg 
aggtgggaca gttgcacgaa 



gcaaagaaga 
ccctccgaca 
tctgtctctg 
agaagaa tg t 
agaaatgttg 
atttaaattt 
tggggaatat 
agagagtgaa 
acaccgtagt 
tcttcaaagg 



aactaaaata 
gtttaaccag 
tactgaLggg 
actattacct 
ccctggttca 
tgagaagag t 
aattttagca 
ttacaagttt 
cagggcacga 
actcaatatt 



gaaggaacgg agaagctctg 
agaggcacaa acatcacatg 



ccagtttctc 
cacagctgaa 
aggca tcctc 
tgcctgtgag 
atacattgaa 
ctcggcccct 
tgtgccccct 
aattgaggac 
tcacatggtt 
tgcggacaga 
tgttgaagtc 



tocaaggaaa 
gaagtggtgg 
tttgtcacet 
gaatatgcac 
ctcttcagga 
ctcatLccac 
acaaa tgtta 
atcctgga tt 
ttgaatcacc 
gca ttta tgg 
tttcag tgtt 



aaatcgaaat ggcttatccc 
tcctgctgca gttattccta 



atttccttaa 
atcaagtcat 
ccttctttgg 
acccagatgg 
agaa tgcgtt 
gcacagcagc 
ttccaaoccc 
gagactgtat 
tcctggggga 
agggccgccc 
ctgcacagaa 
cage tgagga 
caccgcca tg 
cagaagctgc 



aattgctgg t 
tgttcgcatg 
acagca Ltgc 
taggccaaca 
gaggaagca t 
tgaagttcag 
tcccattatt 
acgccttcga 
gttcgccaca 
atcaggaga t 
g tg tea taa a 
gatgaacttt 
cctgtctcct 
catttaccag 



Does Not Comply 
Corrected Diskette Needed 
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60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
10 80 
114 0 
1200 
1260 
13 20 
1380 
144 0 
1500 
156 0 
16 20 
1680 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/6 97,206 



DATE: .ll/OB/2000 
TIMK: 10:45:55 



Input: Set : 
Output Set: 



A:\Seqlist.txt 

N:\CRF3\110 82 000\l6 9 7206.raw 



56 ccctctcjtga ttttgaatcc acgagcactg cagccctcca caycgtacta cccagcaggc 174 0 

57 actcagctct LcaLgaactn cacagcgtac totcccagcc ccccaggttc gcctaatngt 1800 

58 cttggctact tccctacagc tgctaatctt agcggtgtcc ctccacaqcc tggcacggtg 1860 

59 gtcagaatgc agggcctggc ctacaatact ggagttaagg aaattcttaa cttcttccan 1920 

60 ggttaccagt atgcaaccga ggatggactt atacacacaa atgaccaggc caggactcta 1980 

61 cccaaagaat gggtttgtat ttaagggccc cagcagttag aacatcctca gaaaagaagt 204 0 

62 gtttgaaaga tgtatggtga tcttgaaacc tccaqacaca agaaaacttc tagcaaattc 2100 

63 aggggaagtt tgtctacact caggctgcag taUtttcagc aaacttgatt gyacaaacgg 2160 

64 gcctgtgcct tatcttttgg tggagtgaaa aaatttgagc tagtgaagcc aaatcgtaac 2220 

65 ttacagcaag cagcatgcag catacctggc tclittgctga ttgcaaatag gcatttaaaa 2280 

66 tgtgaatttg gaatcagatg tctccattac ttccagttaa agtggcatca taygtgtttc 234 0 

67 otaagtttta agtcttggat aaaaactcca ccagtgtcta ccatctccac catgaactct 2400 

68 gttaaggaag cttcattttt gtatattccc gctcttttct cttcattCcc ctgtcttctg 2460 

69 cataatcatg ccttcttgct aagtaattca agcataagat cttggaataa taaaatcaca 2520 

70 atcttaggag aaagaataaa attgttattt tcccagtctc ttggccatga tgaLatctta 2580 

71 tgattaaaaa caaattaaat tttaaaacac ctgaagataa attagaagaa attgtgcacc 2640 

72 ctccacaaaa catacaaagt ttaaaagttt ggatcttttt ctcagcaggt atcagttgta 2700 

73 aataatgaat Laggggccaa aatgcaaaac gaaaaatgaa gcagctacat gtagttagta 2760 

74 atttctagtt tgaactgtaa ttgaatattg tggcttcata tgtattattt tatattgtac 28 20 

75 ttttttcatt attgatggtt tggactttaa taagagaaat tccatagttt ttaatatccc 2880 

76 agaagtgaga caatttgaac agtgtattct agaaaacaat acactaactg aacagaagtg 294 0 

77 aatgctLaLa tatattatga tagccttaaa cctttttcct: ctaatgcctt: aactgtcaaa 3000 

78 taattataac cttttaaagc ataggactat agtcagcatg ctagactgag aggtaaacac 3060 

79 tgatgcaatt agaacaggta ctgatgctgt cagtgtttaa cactatgttt agctgtgttit 3120 

80 atgctataaa agtgcaatat tagacactag ctagtactgc tgcctcatgt aactccaaag 3180 

81 aaaacaggat ttcattaagt gcattigaatg tggatatttc tctaagttac tcatatt;gtc 3240 
R2 ctttgcttga atgcaatgcc gtgcagattt atgaggctgc tatttttatt tLctgtgcat 3300 

83 tactttaaca ccttaaaggg agaagcaaac atttccttct tcagctgact ggcaatggcc 3360 

84 ctttaactgc aataggaaga aaaaaaaaaa ggtttgtgtg aaaattggtg ataactggca 34 20 

85 cttaagatcg aaaagaaatt tctgUatact tgatgcctta agatgcccaa agctgcocaa 34 80 

86 agct:ctgaaa gactttaaga taggcagtaa tgcttactac aatactactg agttttLgta 3540 

87 gagttaacat ttgataataa aacttgcctg tttaatctca aaaaa 3585 

89 <210> SEO ID NO : 2 

90 <211> LENGTH: 517 

91 <212> TYPE: PRT 

9 2 <213> ORGANISM: Homo Sapiens 
94 <4 00> SEQUENCE; 2 

9 5 Met Thr Glu Tyr Leu Asn Phe Glu Lys Ser Ser 
96 1 5 10 

9 7 Giy Ala Ser Gin Val Glu Asp Met Gly Asn lie 

98 20 25 

99 Ser Glu Pro Tyr Asn His Arg Phe Ser Asp Pro 

100 35 40 

10 1 Lys Phe Giu Ser Gly Thr Cys Ser Lys Met Glu 

102 50 55 

103 Thr Val Val Arg Ala Arg Gly Leu Pro Trp Gin 

104 65 70 75 

10 5 IJ.e Ala Arg Phe Phe Lys Gly Leu Asn lie Ala 
106 85 90 



Ser Val Ser Arg Tyr 
15 

Tie Leu Ala Met He 
30 

Glu Arg Val Asn Tyr 
4 5 

Leu He Asp Asp Asn 
60 

Ser Ser Asp Gin Asp 
80 

Lys Gly Gly Ala Ala 
95 
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RAW SEQUENCE LISTING 

PATENT APP.LXCATIOW: US/09/69 7,2 06 



DATE; :i 1/08/2000 
TLMhl: 10:45:55 



Inpuf: Set : A:\Seqlist.txt 

Output SeU: N:\CRF3\11082000\l697206.raw 



107 Leu Cys Leu Asn Ala Gin Gly Arg Arg Asn Gly Glu Ala Leu Val Ary 

108 100 105 110 

109 Phe Val Ser Glu Glu His Arg Asp Leu Ala Leu Gin Arg His Lys His 

110 115 120 125 

111 Ills Met Gly Thr Arg Tyr lie Glu Val Tyr Lys Ala Thr Gly Glu Asp 

112 130 135 140 

113 L'he Leu Lys lie Ala Gly Gly Thr Ser Asn Glu Val Ala Gin Phe Leu 

114 145 150 155 160 

115 Ser Lys Glu Asn Gin Val lie Val Arg Met Arg Gly r.eu Pro Phe Thr 

116 165 170 175 

117 Ala TlLr Ala Glu Glu Val Val Ala Phe Phe Gly Gin His Cys Pro lie 
11 B 180 . 185 190 

119 Thr Gly Gly Lys Glu Gly lie Leu Phe Val Thr Tyr Pro Asp Gly Arg 

120 195 • 200 205 

121 Pro Thr Gly Asp Ala Phe Val Leu Phe Ala Cys Glu Glu Tyr Ala Gin 

122 210 215 220 

12 3 Asn Ala Leu Arg Lys His Lys Asp Leu Leu Gly Lys Arg Tyr lie Glu 

124 225 230 235 240 

125 Leu Phe Arg Ser Thr Ala Ala Glu Val Gin Gin Val Leu Asn Arg Phe 

126 245 250 255 

127 Ser Ser Ala Pro Leu lie Pro Leu Pro Thr Pro Pro lie lie Pro Va]. 

128 260 265 270 

12 9 Leu Pro Gin Gin Phe Val Pro Pro Thr Asn Val Arg Asp Cys lie Arg 

130 275 280 285 

131 Leu Arg Gly Leu Pro Tyr Ala Ala Thr Tie Glu Asp lie Leu Asp Phe 

132 290 295 300 

133 Leu Gly Glu Phe Ala Thr Asp lie Arg Tlir his Gly Val His Met Val 

134 305 310 315 320 

135 Leu Asn His Gin Gly Arg Pro Ser Gly Asp Ala Phe He Gin Met Lys 

136 325 330 335 

13 7 Ser Ala Asp Arg Ala Phe Met Ala Ala Gin Lys Cys His Lys Lys Asn 

138 340 345 " 350 

139 Met Lys Asp Arg Tyr Val Glu Val Phe Gin Cys Ser Ala Glu Glu Met 

140 355 360 365 

141 Asn Phe Val Leu Met Gly Gly Thr Leu Asn Arg Asn Gly Leu Ser Pro 

142 370 * 375 380 

14 3 Pro Pro Cys Leu Ser Pro Pro Ser Tyr Thr Phe Pro Ala Pro Ala Ala 
144 385 390 395 400 
14 5 Val He Pro Thr Glu Ala Ala He Tyr Gin Pro ser Val He Leu Asn 
146 405 410 415 

14 7 Pro Arg Ala Leu Gin Pro Ser Thr Ala Tyr Tyr Pro Ala Gly Thr Gin 
148 420 425 430 

14 9 Leu Phe Met Asn Tyr Thr Ala Tyr Tyr Pro Ser Pro Pro Gly Ser Pro 

150 435 440 445 

151 Asn Ser Leu Gly Tyr Phe Pro Thr Ala Ala Asn Leu Ser Gly Val Pro 

152 450 ^ 455 460 

153 Pro Gin Pro Gly Thr Val Val Arg Met Gin Gly Leu Ala Tyr Asn Thr 
15/1 465 470 475 480 

15 5 Gly val Lys Glu He Leu Asn Phe Phe Gin Gly Tyr Gin Tyr Ala Thr 
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RAW SEQUENCE LISTING 

PATEMT AfPLICATTOM; US/09/69 7,2 06 



DATE: :U/08/2000 
TIMK: 10:45:55 



InpuL Set ; 
Output Set: 



A:\Seqlist.txt 

N:\CRF3\110 8 2000\I6 9 7206.raw 



156 485 490 

157 Glu Asp Gly Leu lie His Thr Asn Asp Gin Ala Arg Thr 



158 



500 



505 



495 
Leu Pro Lys 
510 



159 GLu Trp Val Cys lie 

160 515 
162 <210> SEO ID NO: 
16 3 <211> LENGTH: 14 

16 4 <212> TYPE: DN, 
165 <213> OHGANTSM: V^nthetic 

167 <4 00> SEQUENCE: 3 

168 ttttciatcaa gctt 

17 0 <2ia> SEO ID NO: 4 

171 <211> LENGTH: A 2 

172 <212> TYPE: DNA 
17 3 <213> ORGANISM :Qyntlietic^ 

175 <4U0> SEQUENCE: 4^ 

176 ctaatacqdc tcactatagg gctcgagcgg ccgcccgggc ag 
178 <210> SEQ ID NO: 5 

17 9 <211> LENGTH: 12 

180 <212> TYPE: DNA ^ 

181 <213> ORGANISM :C^vnthetic/ 

18 3 <4 0 0> SEQUENCE: 5^ 

184 ggcccgtcct ay 

186 <210> SEQ ID NO: 6 

18 7 <211> LENGTH; 4 0 

188 <212> TYPE: DNA , ^ ^ 

189 <213> ORGANISl^^^Jiynthfitip/ 

191 <4 00> SEQUENCE^^~T) ■ — ' — 

192 gtaatacgac tcactatagg gcagcgtygt cgcggccgag 
194 <210> SEQ ID NO: 7 

19 5 <211> LENGTH: 10 

196 <212> TYPE: DNA 

197 <213> ORGANISM (^Synthetic^ 

19 9 <400> SEQUENCE 

20 0 cggctcctag 
202 <210> SEQ ID NO: 
20 3 <211> LENGTH: 2 2 

204 <212> TVPE: DNA 

205 <213> ORGANISM(^Synthetic 
20 7 <400> SEQUENCE: 
208 ctaatacgac tcactatagg gc 

210 <210> SEQ ID NO: 9 

211 <211> LENGTH: 22 

212 <212> TYPE: DNA 

213 <213> 0RGAMISm(^ Syuthetlc 

215 <400> SEQUENCE 

216 tcgagcggcc gcccgggcag ga 

218 <210> SEQ ID NO: 10 

219 <211> LENGTH: 20 



14 



42 



10 



22 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/6 9 7,2 06 



DATE: ;i 1/08/2000 
TIMK: 10:45:55 



Input Set : 
Output Set: 



A:\Seqlist .txt 

Ni\CRF3\llG82 000\l69 7206 .raw 



220 <212> TYPE: DNA 

221 <213> ORGANISM ^Synthetic 
22 3 <4 00> SEOUFl'NCPJ: 
224 agcgtgytcg cggccgagcja 
226 <210> SEQ ID NO; 11 

22 7 <211> LENG";TH: 2 5 

228 <212> TYPK: DNA 

229 <213> ORGANISM: Homo Sapiens 
231 <4 00> SEQUENCE: 11 
2 32 atatcgccgc gctccjtcgtc gacaa 
2 34 <210> SEQ 10 NO: 12 

23 5 <211> LENGTH: 26 
23 6 <212> TYPE: DNA 

23 7 <213> ORGANISM: Homo Sapiens 

239 <4 0 0> SEQUENCE: 12 

240 agccacacgc agctcattgt agaagg 
242 <210> SEQ ID NO: 13 

24 3 <211> LENGTH: 24 
24 4 <212> TYPE: DNA, 
24 5 <213> ORGANISM(^SyntheLic 
24 7 <4 00> SEQUENCE: 

24 8 tcttgaaacc tccagacaca agaa 

250 <210> SEQ TD -NO: 14 

251 <211> LENGTH: 24 

252 <212> TYPE: DNA„ ,^~>^ 

25 3 <213> ORGAN ISt/Tsyn the tlc^ 

255 <4 00> SEQUENCE^^-i4— — 

256 ggagatggta gacactggtg gagt 
2 58 <210> SEQ ID NO: 15 
2 59 <211> LENGTH: 24 

260 <212> TYPE: DNA^,^ 

261 <213> ORGANIsKfsynthetic^ 

26 3 <40 0> SE0UENCEN OJ5 ^ ^ 

264 tcttgaaacc tccagacaca agaa 

266 <210> SEQ ID NO: 16 

267 <211> LENGTH: 23 
2G8 <212> TYPE: mA^-^—^ ' ^ 

26 9 <213> ORGAN ISI'^f Synthetic^ 

271 <400> SEQUENCE^^irS — 

272 aagttacgat ttggcttcac tgg 
2 7'1 <210> SEQ ID NO: 17 

27 5 <211> LENGTH 
27 6 <212> TYPE: PR; 
277 <213> ORGANiSfi 

279 <^00> SEQUENCE'. _ . 

280 Pile Leu Gly Glu Phe Ala Thr Asp He 

281 i 5 

283 <210> SEO ID NO: 18 

284 <211> LENGTH: 9 



20 



26 



24 



24 



24 



23 
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VERIFICATION SUMMARY DATE: .11/08/2000 

PATENT APPLICATIOM: US/09/697,206 TIME: 10:45:56 

Input: Set : A:\Seqlist.txt 

Output Set: N:\CRF3\11082000\l69 7206.raw 

L:15 M:270 C: Current ApplicaLion Number differs, Replaced Current Application No 
L:15 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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